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Current COVID-19 
situation
Maria Van Kerkhove



Global COVID-19 trends in reported cases and deaths
Cases reported to WHO as of 5 February 2023

• New cases: > 1.3 Million 

• New deaths: > 13 000

• Cumulative cases: > 754 Million

• Cumulative deaths: > 6.8 Million

NOTE: Prior to 8 December 2022, cases from China (excl. Hong Kong SAR, Macao SAR, and Taiwan) were limited to symptomatic cases. From 9 December 2022 to 22 January 2023, all positive nucleic acid tests are reported as confirmed cases. Prior to 8 

December 2022, deaths from China were defined as deaths directly caused by COVID-19 respiratory failure. Beginning 9 December, deaths from China are defined as deaths occurring in hospitals due to COVID-19 respiratory failure or COVID-19 infection 

combined with other underlying diseases.
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Critical areas of work/support for 
COVID-19 that continues

* Additional Information Slides at the end 



Population immunity from vaccination 
and/or infection

Capacities to implement in 
communities and across all pillars

Access to life saving tools

Operational readiness and agility to 
adjust actions and surge as needed

Public trust, societal 
engagement and unrest

Current and Previous 
Strategy

Current Epidemiology

Population demographics and risk 
factors for severity

Concurrent health crises

Concurrent non-health-
related crises

Displacement and 
population movement

Countries face different situations, challenges & scenarios for ending the 
emergency phase & for transitioning to sustained COVID-19 
management



WHO is working with all Member States to end the 
Emergency and achieve longer term COVID-19 
management



Overview of SARS-CoV-2 
circulating variants
Lorenzo Subissi



Telenti A et al., Nature. 2021

SARS-CoV-2 will continue to evolve

• Potential drivers of emergence of 
genetically divergent SARS-CoV-2 
variants

‣ Uncontrolled transmission and prolonged 
human-human transmission in areas with 
limited surveillance and sequencing 

‣ Viral adaptation following prolonged 
circulation in susceptible animals 

‣ Recombination of SARS-CoV-2 with other 
coronaviruses in animals or humans

‣ Persistent SARS-CoV-2 infection in an 
immunocompromised



Current WHO process to track 
variants 

Step 1:

• Any variant showing an early signal of growth advantage and 
significant spread is eligible to become to be tracked more closely 
(e.g. Omicron subvariants under monitoring)

Step 2: 

• If growth advantage is suspected to be able to lead to global 
predominance, advice from TAG-VE is solicited and a rapid risk 
assessment (RRA) is initiated. RRA is updated as new data 
emerges.



Example of early signal of 
growth advantage (step 1)

Oceania



Figures by WHO, data from GISAID.org, extracted on 6 February 2023.

* indicates descendent lineages are included

Number and percentage of SARS-CoV-2 sequences 
1 March 2022 to 27 January 2023

1 BA.1*

3 BA.2.75*

BA.2*

BA.3*

BA.4*

BF.7*

BQ.1*

BA.5*

XBB.1.5*

XBB*

XAY*

Other

14 Unassigned

Pango lineages

Global circulation of SARS-CoV-2 variants 
As of 6 February 2023

• Globally, from 6 Jan to 6 Feb 2023, 
90 096 SARS-CoV-2 sequences were shared 
through GISAID

• Omicron accounts for 99.6% of the total.

Epi Week 3 (16 to 22 Jan 2023)

vs Week 51 (19 to 25 Dec 2022)

BA.5* prevalence 53.9% (74.2%)

BA.2* prevalence 12% stable trend

Pooled recombinant 
variants

24.6% (8.8%)

mostly due to XBB.1.5 

(17.7%) 



Omicron subvariants under monitoring 



Summary

• BA.5 and its descendant lineages are the dominating variants circulating 
globally, with a prevalence of over 50% at present

• There is some heterogeneity in dominant variants across regions

• Virus has not stabilized into predictable pattern of evolution.

‣ More variants are expected with increased growth rate and immune escape, no 
certainty on change of severity.

‣ Some recombinants have been detected throughout the pandemic, however current 
attention on XBB.1.5.

‣ With waning immunity, breakthrough and reinfections will occur.

• Declining and unrepresentative surveillance and sequencing is making it more 
difficult to rapidly assess known and detect new variants/recombinants.

• Smart (representative) surveillance and sequencing remains critical at this stage 
of the pandemic.



TAG-VE and variant 
risk assessment 
Anurag Agrawal



Carabelli, Nature Reviews Microbiology, 2023

Amino acid substitutions or deletions in 
selected SARS-CoV-2 variants of concern



Omicron

• Different, yet similar

‣ Wide spectrum of mutations and 
sub-lineages

‣ All lineages far more similar to 
each other than to pre-Omicron 
lineages

• High immune escape

• Upper airway tropism 

• Lower severity, esp with prior 
immunity

Shreshtha, Med Virol 2022 and Fuss, COVID 2023

Many lineages, One family



Rapid risk assessment of variants

Indicators:

1. Growth Advantage

2. Immune Escape

3. Disease/Clinical severity

Confidence Assessment:

Low, Moderate and High

Assessments:

1. Rapid (0-4 Weeks)

2. Comprehensive
(4-12 Weeks)



WHO-TAG-VE Risk Assessment XBB.1.5

• Updated RRA release: 23 January 2023 (First 
RRA released on 11 January 2023)

• Data:

‣ 8931 sequences of the Omicron XBB.1.5 
from 54 countries (excluding low coverage 
sequences). Most from the USA (75.0%), 
the UK (9.9%), Canada (3.0%), Denmark 
(2.0%), Germany (1.5%), Ireland (1.3%) 
and Austria (1.3%).

• Overall Assessment: Available information 
does not suggest that XBB.1.5 has additional 
public health risks relative to the other currently 
circulating Omicron subvariants.

• Confidence in the Assessment: Moderate 
(updated from Low)

• Recommendations:

‣ Neutralization assays using human sera 
representative of the affected 
community(ies) and XBB.1.5 live virus 
isolates (2-4 weeks).

‣ Comparative assessment to detect 
changes in rolling or ad hoc indicators of 
severity (4-12 weeks)



WHO-TAG-VE Risk Assessment XBB.1.5

Indicator 

Confidence in the 

assessment

Growth

advantage

In the USA, XBB1.5 is increasing in many regions (the prevalence of XBB.1.5 in some regions is predicted to be 80%, while in 

others, 20-50%).

In the UK, growth advantage relative to BQ.1.1 was estimated to 38.9%, with high uncertainty due to the small number of 

sequenced XBB.1.5 cases.

ECDC has reported growth of XBB.1.5 in several countries, including Iceland where it has increased to 8.7% in week 2 of 

2023.

In silico analysis reported that the mutation S:F486S (present in XBB.1) abrogated the local hydrophobic interaction with ACE-

2 while 486P (present in XBB.1.5) restored it. The amino acid change to 486P contributes to higher ACE-2 binding affinity, and 

suggests a mechanism for XBB.1.5 to have a higher growth advantage as compared to its parent lineage XBB.1.

Moderate

Antibody

escape

Using pseudotyped virus neutralization assays, XBB.1.5 is shown to be as immune evasive as XBB.1, one of the Omicron 

subvariants with the highest immune escape to date. Antibody titers against XBB.1 were mostly absent in individuals with a 

history of vaccination with the index vaccine (2-4 doses), were higher in those who recently received a bivalent (BA.5) vaccine 

booster, and highest in individuals with hybrid immunity. There are currently no data on real world vaccine effectiveness 

against severe disease or death.

Moderate 

Severity and 

clinical 

considerations

Severity assessments in human populations are ongoing. The number of cases associated with XBB.1.5 is still low and thus 

clinical severity cannot yet be confidently assessed. XBB.1.5 does not carry any known mutation(s) associated with potential 

changes in severity (such as S:P681R). 

Low

Risk 

assessment

Based on its genetic characteristics and growth rate estimates, XBB.1.5 is likely to contribute to increases in case incidence globally. There is 

moderate-strength evidence for increased risk of transmission and immune escape. From reports by several countries, no early signals of increases in 

severity have been observed. The number of cases associated with XBB.1.5 is still low and thus severity cannot yet be confidently assessed. Taken 

together, available information does not suggest that XBB.1.5 has additional public health risks relative to the other currently circulating 

Omicron descendent lineages.



“ The more things change, the more 
they remain the same.

Plus ça change, plus c’est la même
chose.

Jean-Baptiste Alphonse Karr


