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List of diseases under surveillance in the DRC
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Mpox on the list of reportable disease since 1996
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1970

1st human mpox case in 
Basankusu, Equateur 
province, DRC

1977

Certification of 
smallpox eradication in 
DR Congo.

1980

WHO/AFRO Integrated 
Surveillance Program 
Mpox and Viral HF

1981-1986

WHO/MOH, intensive 
surveillance

Not a PH problem

1996

large outbreak 
affecting 54 villages in 
the Katako-Kombe in 
Sankuru (762 cases). 

2003

First outbreak in 
humans exported from 
west Africa to USA

2017

Largest West African 
outbreak (Nigeria) : 
exportation of sporadic 
cases in UK, Singapore, 
…

2022

Mpox pandemic: 
multicountry outbreak 
PHEIC
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1st PHEIC in 2022
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Among benefits : Intensive sequencing

5Epiwin Webinar 16th april 2025

Genbank (NCBI virus)

https://www.ncbi.nlm.nih.gov/labs/virus/vssi/#/dashboard?SeqType_s=Nucleotide&VirusLineage_ss=Monkeypox%20virus,%20taxid:10244
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But more generated genomes were clade IIb
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C

D

E

F

B

A

• High rate of APOBEC3 mutations
• Sustained H-H transmission marker
• with 6 lineages A – F
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What about clade I ? 
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partiels
85 (71%

complets
35 (29%)

GISAID
N=120

partiels 
3540
40%complets

5387
60%

120
1%

8927
99%

Clade I

Less genomes available <<



Less genomes available for clade I: 5 groups described
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Nakazawa et al, 2015

51 full genomes on 
genbank

Westernmost GroupI 
(Gabon and Cameroon)

Most diverse GroupII 
(genomes from RC, CAR)

from 5 provinces Maj. 
of DRC strains (Sankuru)

Suggested zoonotic 
transmission

17/04/2025

Berthet et al. 2021
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Continued increasing trends through decades
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Urgent need to update the diversity

Better charactirization clade I given its severity

Human adaptation to explain the increasing number of 
notification ?
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Logistic challenges
Security and humanitarian crisis
Cold chain, power supply
Sustainability
Reagent procurement
Equipment maintenance

Multi-disiplinary team investigations despite challenges
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AFROSCREEN, MBOTE, IMREC, DTRA, Africa PGI, WHO…
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MPXV clade I cases associated with sexual contact in DRC

Hetero/homosexual
Transmissions 
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Probable cross-border transmission events of clade Ia
between CAR and DRC
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WHO alerts on Concerning epidemiology

Epiwin Webinar 16th april 2025 1317/04/2025



Emergence of Clade Ib in mining areas in specific clusters
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Age Distrubtion 15-20 yo and 
20-25 yo
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Clade Ia : high diversity

• New sh2023a outbreak
• Sustained human-to-

human transmission
• Low diversity
• Increased APOBEC3 

mutation rate
• Challenges for diagnosis

Clade Ib

Clade Ia

17/04/2025
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603 samples (581 patients) sequenced 2018-2024

429 genomes, all Clade-I, 
coverage >70%

348 genomes from 337 
different patients with 

genomic coverage >90%, 14 
provinces and 67 ZS
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A

• Phylogeographic Clusters
• Cameroon and Gabon western (Group I)
• Sankuru, Maniema and Kwilu most southern (savannah)
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High diversity of mpox clade I in the DRC
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Clade Ia

Clade Ib Clade Ib
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Examples of phylogeographic clusters

Clade Ia 
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Co-circulation of different variants

17/04/2025



Predominance of zoonotic transmissions
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• Transmission zoonotique documentée pour le clade Ia
• Profil different dans le clades Ia comparé au clade Ib

qui a un taux élévé des mutations de type APOBEC3

Clade Ib

Clade Ia Clade Ib
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In 2023: 14,659 suspected cases and 
688 deaths (case fatality: 4.6%)

In 2024: 64,173 suspected cases, 
including 14053 confirmed cases

Epidemiological situation still explosive in the DRC
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Double declaration of public health emergency
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Groupe III

Introductions from Maindome

Introductions in Kinshasa through traffic 
on Congo River since août 2023

Introductions  from Equateur

❖ 3 identified clusters

Documentation of clade Ia in Kinshasa, the capital, large urban city

17/04/2025
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Kinshasa outbreaks

First case of 
mpox (clade Ia)

First case of 
clade Ib

17/04/2025
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Clade Ib outbreak in Kinshasa with introductions and exports

High rate of type APOBEC3 
mutations

Expansion into other provinces 
Tshopo, Tanganyika, Haut-Katanga, Kasai, 
Kongo-Central, Maindombe and outside the 
DRC...
With clade Ia/clade Ib cocirculation Sh-2023
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High rate of APOBEC3 transfers and 
expansion in the provinces 
and outside Outbreak at sh-2024a

Kinshasa Clade Ia outbreak

Emergence of a major clade Ia variant in Kinshasa

https://nextstrain.org/
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Updating the genetic diversity of mpox clade I
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Nakazawa et al, 2015

Berthet et al. 2021

+10 >x20
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Both subclades detected in 7 provinces
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In summary

Predominant zoonotic transmission 
(in DRC)

Need to document the reservoir

Coexistence of risk factors for 
emergence

Emergence of human-adapted
variants

Continue to monitor key 
populations

Development of diagnostic and 
surveillance strategies

• PCR clade, Waste water 
surveillance

17/04/2025

sh2024a

sh2023

I

IV V
IIIII

II

II Presumed
zoonotic

unknown



Genomic surveillance remains crucial to control emergences!
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unknown
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